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Major research interests: 
Geomicrobiology; Deep Biosphere; life-earth co-evolution 
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ISME, International Board (2020-2026) 
Scientific Committee member of IODP-China 
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Editor for [Systematic and Applied Microbiology] (2019- ) , [Applied and 
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More than 90 peer reviewed publications in high-impact international journals 

including Nat Microbiol, ISME J, PNAS, Environ Microbiol, Appl Environ 
Microbiol, Geobiology, Sci Rep, Fron Microbiol. 

More than 50 invited oral presentations in recent 5 years at various international 
and domestic meetings, such as Goldschmidt; AGU; Gordon Research Conference 
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